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inflammatory stimuli
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Comparison of culture metrics across four human donors.
Methods: Passage 10 transverse colon epithelial cells from multiple donors were plated on

96-transwell plates and TEER was measured every 24 hours. Data shown comprises 51 * When sources of variability are well controlled, donor-specific differences in response to

experiments across 19 cell lots. Error bars represent mean = SEM. : : : - ST : - :
perimen S . b . . inflammatory stimuli persist, which is reflective of patient populations.
Conclusion: No significant differences were observed between time to confluence, time to

plateau or plateau length. Figure insets: %CV of these metrics was variable across donors.

* The RepliGut® platform recreates critical features of the human intestinal epithelium and
represents a physiologically relevant system to study inflammatory responses in vitro across
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